The novel species Deinococcus sp. strain AJ005, isolated from King George Island, synthesizes a red carotenoid. Its complete genome is made up of a single circular chromosome (3,380,712 bp, 64.2% GϩC content) and four circular plasmids.
annotation scheme. Genes for rRNAs and tRNAs were predicted using RNAmmer v1.2 (11) and tRNAscan-SE v1.3.1 (12) .
The genome of Deinococcus sp. strain AJ005 comprises a single 3,380,712-bp circular chromosome with a GϩC content of 64.2%. There were four extrachromosomal circular plasmids (p380K, p115K, p96K, and p17K) present in Deinococcus sp. strain AJ005 ( Table 1) . Annotation revealed 3,295 coding DNA sequences and a total of 53 RNAs (three copies of the 16S, two copies of the 5S, and two copies of the 23S rRNA) on the 3.38-Mb chromosome. Notably, the 16S and 5/23S rRNA genes of Deinococcus sp. strain AJ005 are separated across the genome. Unlinked 16S and 5S/23S rRNA genes are common across Deinococcus species (13) . Eight genes for carotenoid biosynthesis were predicted on the chromosome of Deinococcus sp. strain AJ005.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ EMBL/GenBank under the accession numbers CP044990 (chromosome), CP044988 (p17K), CP044987 (p96K), CP044991 (p115K), and CP044989 (p380K). The SRA/DRA/ERA accession numbers are SRX6953051 (Illumina) and SRX6955108 (PacBio). The BioSample and BioProject numbers are SAMN12911568 and PRJNA575821, respectively. 
